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Regulation of TGF- signaling

Transforming Growth Factor-p (TGF-B) signaling is an important component in human development and normal cellular function.
Aberrant TGF-{3 signaling, however, is implicated in various human diseases, including cancer. Our group focuses on 1) elucidation of
yet unresolved aberrant TGF-(3 signaling mechanisms and 2) control of misregulated TGF-{3 signaling for the restoration of homeostasis.
In our Cancer Signaling Laboratory at the University of Tsukuba, we are exploring the use of novel in vitro selected ligands against
TGF-{ signaling proteins, which could be used as experimental tools or a potential therapeutics. We are currently establishing various
selection platforms to identify macrocyclic peptide-, protein-, and aptamer-based ligands (Figure 1). All communication in our lab is
conducted in English.

X 1. Random non-standard Peptide 2% 3%
Integrated Discovery system (RaPID) > 0)\,5""‘\%!. Reverse . OJ\,SX%.
AT LI K22 I\ VI T 218 T _) transcription 5’“‘.‘.-.,
RXTF FUAY FORR A e g ) o T ey
Figure 1. Schematic depicting an in I vitro transiation ) ¢ p-o )
vitro selection platform known as system Y 4 JED
the Random non-standard Peptide ) Q :o'/!?%,
Integrated Discovery (RaPID) e TN
system used for the identification of - R
macrocyclic peptide ligands against N
TGF-B signaling protein targets. mRNA library B 6 rounds 4
diversity > 102 T ‘
Transcription 4 .‘."r'*.'o‘.'
W ?"‘% IPNEL N
o' 5' 208,
Hipolito, C. J.; Suga, H. Ribosomal gPCR Cg ,
production and in vitro selection of and PCR R ‘ o
natural product-like peptidomimetics: :"*"“._‘ <
The FIT and RaPID systems. ot 2y, e,
gggr Opin. Chem. Biol. 2012, 16, 196 OJ\,s"‘\*a,.

doi: 10.1016/j.cbpa.2012.02.014



