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Technology development for genomics analysis of limited samples

Quantitative data acquisition by genomics technologies and informatics analysis are essential parts of life science. The main research
interests in our group is genomics and epigenomics in space medicine and clinical research, with particular focus on development
of technologies for limited sample analysis. We also collaborate with clinicians and industry partners* to implement our methods
to personalized medicine and automated laboratory testing using Al and robotics. These collaborative projects provide our group
members with opportunities to learn real-world technological demands and to shape unique research programs fitting to individual
career aspiration.

*MM is Senior Research Fellow of Genome Science Research Center, LSI Medience Corporation through cross-appointment system,
and Research Advisor of Robotic Biology Institute Inc.

Genome-epigenome integrative analysis of limited samples
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