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Structural biology and chemistry by a multifaced approach

We have been studying structure and chemistry of biological molecules mainly using single-particle electron microscopy (EM). The
biggest advantages of single-particle EM are as follows. (1) Crystallization is not necessary (2) Large macromolecular complexes can
be analyzed (3) A certain amount of sample heterogeneity can be dealt with. Especially single-particle electron cryo-microscopy
(cryo-EM) has become a new tool to solve 3D molecular structures at near-atomic resolution. We are planning to study one of fusion
gene products that has been thought to cause soft tissue sarcomas using various biochemical methods as well as single-particle EM
method.

Atomic models Drug Design

. Electron microscopy

Successfully visualized bound water
molecules by single-particle cryo-

3D reconstruction |

&classi%&tion 4
.: — oooi i
@v = 000

¢ 2D classification

EM images




