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Drug discovery toward the manipulation of biological events

Our group aims at creating innovative molecules contributing to biomedical sciences. G proteincoupled receptors
(GPCR) have diverse biological activities, and approx. 30% of pharmaceuticals target GPCRs. Our group is
engaged in the development of innovative drugs through drug discovery research (Drug design, in silico simulation,
synthesis, in vitro/in vivo pharmacological evaluation) targeting GPCRs such as orexin and opioid receptors
associated with sleep-wake disorders, pain, and psychiatric disorders. We are also developing chemical tools such
as “Chemical probes for visualizing biological functions” and “Opto-pharmacological probes freely controlling the
activity of drugs” by combining our proprietary drug molecules and chemical reactions with the latest biological
techniques. We welcome students with diverse backgrounds in chemistry, biology, and informatic science.
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