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Regulation of TGF- signaling

Transforming Growth Factor-p (TGF-B) signaling is an important component in human development and normal cellular function.
Aberrant TGF-{3 signaling, however, is implicated in various human diseases, including cancer. Our group focuses on 1) elucidation of
yet unresolved aberrant TGF-(3 signaling mechanisms and 2) control of misregulated TGF-{3 signaling for the restoration of homeostasis.
In our Cancer Signaling Laboratory at the University of Tsukuba, we are exploring the use of novel in vitro selected ligands against
TGF-{ signaling proteins, which could be used as experimental tools or a potential therapeutics. We are currently establishing various
selection platforms to identify macrocyclic peptide-, protein-, and aptamer-based ligands (Figure 1). All communication in our lab is
conducted in English.
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